METUITAHCKUE AHAJIA3BI CUTUNAE >
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®HO nannenra: TECT AHOHUM AHOHUM
Iou: XKEHCKHUUN

Jara poxxnennsi: 04/06/1998 Moaubixer: 27 Pedepencuas rpynma:
3aka3zunk: OBPA3EIL] Nezaka3za: OBPA3EIL]
HccienoBanne ‘ PesyabTart ‘ Enununsi ‘ PedepencHblii HHTepBaJI
Auueprojorus (Aaaeprounn ALEX)
buomatepuana: CpIBOpOTKA KPOBHU Jara B3aTHs Onomartepuana: J[ata mocTynjeHus B J1a0OpPaTOPUIO:
04/06/2025 08:25 05/06/2025

A09.05.118.000.337 Uccnedosanue yposus anmumen IgE k 300 annepeokomnonenmam, exnrouas IgE oowuii (Annepeouun ALEX2) 6 kposu

Amneprouun ALEX2 (300 anneproxoMmnoneHToB u IgE CM. BJIOKCHHBI
o0rmit) haiia*

*B ciryuyae, ecid NpUJI0:KeHHe He 0TOOpakaeTcsi — odpaTuTech Ha ropsiuyio JuHuio Cutuiad: 8-800-100-36-30 (3BoHOK GecrIaTHBIN)

Hcnoanntean: O6pazer O.b.
IMoanuck UCNOJHUTEJIA:

Jarta BbIIaun pedyiabTaTa: 05/06/2025

IMeuatsn OpraHu3anvu

Baxno! ®opmar pesysbTara HCCIEIOBAHHSA MOKET OTIHYATECS B 3aBUCHMOCTH OT T1071a, BO3PAcTa U PErHOHA BBINONHEHHUS. Jmer Ne 1 u3 1
HWHTepnperaius pe3ynbTaToB He SBJIAETCS JUArHO30M, 3aKIII0UCHHE [0 Pe3y/IbTaTaM JaHHOTO HCCIIeI0BaHUs AT JIevaliuii Bpad.
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MEMOYHAPOOHAR
CUTUNAB » | MEKAXHADoRNAT

whssaLCItElaE.ry | SaTARRE DD

NaeHTUdMKaLMOHHbI

HOMep nayneHTa: M n D

MNauuneHT:

Jarta poxaeHus:

NaeHTUdMKaALNOHHbIN
HoOMep o6pasua:

: . JAononHutenbHas
QR-koA: MHdopMauus:
MpoTtecTupoBaHo: MeTtop ucnbiTaHns: AL EX2

NTaGopaTopHbIi OTUET: KPaTKOe U3/I0XeHne UHopmaLuum 06 uccnegyemoii ceHcuéunusayum

CemelicTBa nNepekpecTHO-pearnpyrowmx

MbinbLa 3/1aK0B 0 annepreHos
Mbineua MbinbUA AepeBbeB 0 [MNonkanbuuH
MblNbLA COPHAKOB 0 MpodunnuH
Knewy [omaluHne nbineBble Knewm n AM6apHbie K}'IELLI,VIO PR-10 0
MukpoopraHusmbl [1eceHb 1 APOXOKEBbIE TPUOLI 0 CewmeiictBo Ole e 1 0
Bo6oBble KyNnbTypbl 0 LTPs (6enkn-nepeHoCcUHnKkm Mnnaos) 0
3nakn 0 3anacHble 6enku 0
MpoaykTbl Cheyun 0 JInnokanuH 0
pacTuTenbHOro
nponcxoxaexus PPYKTbI 0 NPC2 0
OBowu 0 Serum albumin 0
Opexun n cemeHa 0 MapBanbbymnH 0
Monoko 0 TponoMMO3uH 0
MpoayKT! gijyo 0 CCD (nepekpecTHO-peaKTVBHbIE YrN1eBOAHbIE
KMBOTHOTO AETEPMUHAHTbI)
NPOUCXOXAEHUA P63 1 MOpenpoayKTbI 0 YTeporno6mH
MSACO AOMALLHNX XWBOTHBIX Y HACEKOMbIX 0 AprvHUHKMHa3a 0
fiab u Mypaseid, Muena, Oca 0
Hacekomble Tapakan 0 O6wwii IgE (kUIL) <20
MepxoTb AOMallH1E XMBOTHbIE 0
XUBOTHBIX | omarlHuii ckoT 0
Natekc 0
dukyc n Xmesb 0
Apyrue CCD 0
Mapasut 0
Camas BbiCOKas usmepeHHasi KOHLeHTpauus IgE B rpynne annepreHoB
< 0.3 kUa/L 0.3-1kua/L 1-5kUal/L 5- 15 kUa/L > 15 kUp/L
OTpuuaTtenbHblli nnu Hu3knii ypoBeHb I~ YMepeHHbIii ypoBeHb | BbICOKMIA YPOBEHb _
HeonpeaeneHHbIn E IgE IgE
MauneHT: (*) E = akcTpakT aninepreHa, M = MONeKy ISpHbIA anneprex 1110

IgE < 0.3 HeratuBHa WM COMHUTENIbHA



O6o03HauyeHune

Mbinbua

MeInbua TpaBbl

CBUHOpOIi Nasibyathblii
CBUHOpOIi Nasibyathblii

MneBen MHOroneTHUA

Macnanym/rpeyka 3ameTHast

TvmModheeBka nyrosas
TvmModheeBka nyrosas
TvmModheeBka nyrosas
TvmModheeBka nyrosas
TvmModheeBka nyrosas
TvModheeBka nyrosas
TpoCTHUK

Poxb, nbinbLa
MeInbUa aepeBLEB

Akauusa cepebpucTas
AliNaHT BbicOUaNLLNIA
Onbxa

Onbxa

Bepésa nosucnas
Bepésa nosucnas
Bepésa nosucnas
BymaxHas wenkosuua
OpeLwHuk (JlewwmHa)
OpeLwHuk (JlewwmHa)
Kpuntomepus sinoHckasn
Kunapuc

Kunapuc

Byk

fAceHb

AceHb

peLkmnii opex, NbibLa
Keap

Lenkosuua

Onuea

Onuea

duHnKoBasa nanbma
MnataH KIEHONNCTHbIN
MnataH KIEHONNCTHbIN
MnataH KIEHONNCTHbIN
Tononb

Ba3s
MbINbLUA COPHAKOB

O6bIKHOBEHHAsA Mapb
Am6po3us

Am6po3us

MauneHT:

AnnepreH

Cynd
Cynd1
Lolp1
Pas n
Phlip1
Phl p 2
Phl p 5.0101
Phlp 6
Phlp 7
Phl p 12
Phrc

Sec c_pollen

Aca m

Ail a
Alng1
Alng 4
Betv1
Betv 2
Betv 6

Bro pa

Cor a_pollen
Cor a 1.0103
Cryj1l
Cupal
Cups
Fags1l
Frae
Frael

Jug r_pollen
Jun a

Mor r
Oleel
Olee9
Phod 2
Plaal
Plaa?2
Plaa3

Pop n

Umc

Amar
Amb a
Ambal

EIM(¥)

mm< =2 2 22 £ m X m

mm<Z < 22 mmmmEammMmmZ 2 mm

< m

CemeiicTBO GenkoB

Beta-Expansin

Beta-Expansin

Beta-Expansin
Expansin

Grass Group 5/6
Grass Group 5/6
Polcalcin

Profilin

PR-10
Polcalcin
PR-10
Profilin

Isoflavon Reductase

PR-10
Pectate Lyase

Pectate Lyase

PR-10

Ole e 1-Family

Ole e 1-Family
1,3 B Glucanase
Profilin

Plant Invertase
Polygalacturonase
nsLTP

Pectate Lyase

(*) E = akcTpakT aninepreHa, M = MONeKy ISpHbIA anneprex
IgE < 0.3 HeratuBHa WM COMHUTENIbHA

kUalL

<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10

<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10

<0.10
<0.10
<0.10
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OGo3HaueHue
Am6po3us
MonbiHb
MonbiHb
MonbiHb
KoHonns
KoHonns
Mapb 6enas
Mapb 6enas
MponecHUK ofHONETHWIA
MocTteHHnua
MocTteHHnua
[MoaopOoXKHUK
[MoaopOoXKHUK
ConsiHka
ConsiHka

Kpanusa

Knewy

EBponelickuii knew, goMallHel Nbin

AMepVIKaHCKWIA KNeL, AoMaLLHEeR Nbian
AMepVIKaHCKWIA KNeL, AoMaLLHEeR Nbian
EBponelicknii knew, goMallHen nbian
EBponeiicknin Knew, goMallHeR nbian
EBponelicknii Knew, goMallHeR Nbian
EBponeiicknii Knew, goMallHen nbian
EBponelicknii knew, goMallHen nbian
EBponelicknii Knew, gomMallHen nbian
EBponelicknii Knew, goMallHen nbian
EBponelicknii Knew, gomMallHen nbian

EBponelicknii Knew, goMallHen nbian

AMOGapHbI KneLy

Acarus siro (ambapHblii UM MyYHOM Kneww)

Blomia tropicalis

Blomia tropicalis

Blomia tropicalis
Glycyphagus domesticus
Lepidoglyphus destructor
Tyrophagus putrescentiae
Tyrophagus putrescentiae

MneceHb U ApPoOXOKEBbIe FTPUGHI

APOoMXOKU

Malassezia sympodialis
Malassezia sympodialis
Malassezia sympodialis

Mekapckue JpoXku

MnecHeBble rPUGHI

MauneHT:

AnnepreH E/IM(*) CemeiicTBO GenkoB
Amb a 4 M Plant Defensin

Artv E

Artv1 M Plant Defensin

Artv 3 M nsLTP

Cans E

Cans3 M nsLTP

Che a E

Cheal M Ole e 1-Family
Meral M Profilin

Par | E

Parj2 M nsLTP

Plal E

Plal1l M Ole e 1-Family

Sal k E

Salk1 M Pectin Methylesterase
Urtd E

Derf1l M Cysteine protease
Der f 2 M NPC2 Family

Derp 1 M Cysteine protease
Derp2 M NPC2 Family

Derp5 M unknown

Derp7 M Mites, Group 7

Der p 10 M Tropomyosin

Derp 11 M Mwo3uH, TaXenas uenb
Der p 20 M Arginine kinase

Derp 21 M unknown

Der p 23 M Peritrophin-like protein domain
Aca s E

Blot5 M Mites, Group 5

Blot 10 M Tropomyosin

Blot21 M unknown

Glyd?2 M NPC2 Family

Lepd2 M NPC2 Family

Tyrp E

Tyrp2 M NPC2 Family

Mala s 5 M unknown

Mala s 6 M Cyclophilin

Mala s 11 M Mn Superoxid-Dismutase
Sacc E

(*) E = akcTpakT aninepreHa, M = MONeKy ISpHbIA anneprex
IgE < 0.3 HeratuBHa WM COMHUTENIbHA

kUalL
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10

<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10

<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10

<0.10
<0.10
<0.10
<0.10
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OGo3HaueHue
Alternaria alternata
Alternaria alternata
Aspergillus fumigatus
Aspergillus fumigatus
Aspergillus fumigatus

Aspergillus fumigatus

Cladosporium herbarum
Cladosporium herbarum

Penicilium chrysogenum

AnnepreH E/IM(*) CemeiicTBO GenkoB

Altal M Alt a 1-Family

Alta 6 M Enolase

Aspfil M Mitogillin Family

Aspf3 M Peroxysomal Protein
Aspf4 M unknown

Aspf6 M Mn Superoxid-Dismutase
Clah E

Clah8 M Short Chain Dehydrogenase
Pen ch E

MpoAyKTbl pacTUTEe/IbHOro NPOUCXOXAEHUA

B060BbIe Ky/bTypbl

Apaxuc

Apaxuc

Apaxuc

Apaxuc

Apaxuc

Apaxuc

Apaxuc

HyT 06GbIKHOBEHHbIN
Cos

Cos

Cos

Cos

YeueBuua
3eneHasn haconb

Fopox
3naku

OBec

KnHoa

'peunxa 06bIKHOBEEHHAS

'peunxa 06bIKHOBEEHHAS

HAumeHb

CemeHa ntonuHa
Puc

MweHo

Poxb

MweHnya
MweHnya
MweHnya
MweHnya cnenbTa
Kykypysa
Kykypysa

Cneuuu

Manpuka
TMWH 0BGIKHOBEHHbIN

OperaHo

MauneHT:

Arah1 M 7/8S Globulin
Arah 2 M 2S Albumin
Arah 3 M 11S Globulin
Arah 6 M 2S Albumin
Arah 8 M PR-10
Arah9 M nsLTP

Ara h 15 M OneosuH
Cica E

Glym 4 M  PR-10
Glym5s M 7/8S Globulin
Glymé6 M 11S Globulin
Glym38 M 2S Albumin
Lenc E

Phav E

Pis s E

Ave s E

Che g E

Fag e E

Fage 2 M 2S Albumin
Hor v E

Lup a E

Orys E

Pan m E

Sec c_flour E

TriaaA_TI M Alpha-Amylase Trypsin-Inhibitor
Trial4 M nsLTP

Tria 19 M Omega-5-Gliadin
Tris E

Zeam E

Zeam 14 M nsLTP

Capa

Carc

Oriv E

(*) E = akcTpakT aninepreHa, M = MONeKy ISpHbIA anneprex
IgE < 0.3 HeratuBHa WM COMHUTENIbHA

kUalL
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10

<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10

<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10

<0.10
<0.10
<0.10

4110



O6o3Ha4yeHue
MeTpywka
AHunc

Fopumua
Fopumua

Fruits

Kusu

Kusu

Kusu

Kusu
Manaiis
AnenbcuH
ObiHa
VHXnp
Kny6Huka
A6noko
A6noko
A6noko
MaHro
BaHaH
ABOKazo
BuLuHA
Mepcuk
pywa
YepHuka
BuHorpag,
OBowu
Nnyk
YecHok
Cenbpaepeii
Cenbpaepeii
Cenbpaepeii
MopkoBb
MopkoBb
KapTodhens
Momunaop
Momunaop

Opexu

Kelwbto
Kelwbto

Kelwbto

Bpasunbckuii opex

Bpasunbckuii opex

MekaH, opex
DyHAYK
DyHAYK
DyHAYK
DyHAYK

MauneHT:

AnnepreH
Petc

Pim a

Sin
Sinal

Actd 1
Actd 2
Actd5
Actd 10
Carp
Cits
Cucm?2
Fic c
Fraa 1+3
Mal d 1
Mal d 2
Mal d 3
Man i
Mus a
Pers a
Pru av
Prup3
Pyr c
Vacm
Vitv 1

Allc
All's
Apig1l
Apig 2
Apig 6
Dau c
Dauc1l
Sol t
Sola |
Solal 6

Ana o
Anao 2
Ana o3
Bere
Berel

Cari

Cor a 1.0401

Cora8
Cora9
Corall

(*) E = akcTpakT aninepreHa, M = MONeKy ISpHbIA anneprex

EIM(*)

E

= mm

S mmZmmmm I mMm2mmz<< L2

Emm<I mZ < 5 mm

T 2 mEEmZ £ m

CemeiicTBO 6eNnKoB

2S Albumin

Cysteine protease

TLP
Kiwellin
nsLTP

Profilin

PR-10+LTP

PR-10

TLP
nsLTP

nsLTP

nsLTP

PR-10
nsLTP
nsLTP

PR-10

nsLTP

11S Globulin
2S Albumin

2S Albumin

PR-10
nsLTP
11S Globulin
7/8S Globulin

IgE < 0.3 HeratuBHa WM COMHUTENIbHA

kUalL
<0.10
<0.10
<0.10
<0.10

<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10

<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10

0.16
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
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O6o3Ha4yeHue
PyHAYK

Ipeukunin opex
Ipeukunin opex
Ipeukunin opex
Ipeukunin opex
Ipeukunin opex
Makagamus, opex
Makagamus, opex
ducraLlku
ducratlku
ducraLlku

MwuHgans
CemeHa

CeMmeHa TbIKBbI
MoaconHeyHuK ,cemeHa
Mak

Mak

KyHxyT

KyHxyT

CeMeHa naxnTHuka

AnnepreH
Coral4
Jugril
Jugr 2
Jugr3
Jugr4
Jugr6
Mac i 2S Albumin
Mac inte
Pisv1
Pisv 2
Pisv 3
Pru du

Cuc p

Hela

Pap s

Pap s 2S Albumin
Sesi

Sesil

Tri fo

MpoAyKTbI YXKUBOTHOIO NPOUCXOXXAEHUS

Mosnoko

KopoBbe MOJ/I0KO
KopoBbe M0OJI0KO
KopoBbe MOJ/I0KO
KopoBbe MOJ/I0KO
Bep61toXXbe MOIOKO
Ko3be Mo/10Ko
Kobbl/lbe MOSIOKO
OBeybe MOJIOKO
Aigo

AnyHbIl 6enok
ANYHBIN XeNTok
AnyHbIl 6enok
AnyHbIl 6enok
AnyHbIl 6enok
AnyHbIl 6enok

ANYHbIV XeNnTok
MopenpogyKrbl

Anisakis simplex
Anisakis simplex

Kpab

Cenbgb atnaHTnyeckas
Cenbgb atnaHTnyeckas
OO6bIKHOBEHHAS KpeBeTKa

Kapn

MauneHT:

Bos d_milk
Bosd 4
Bosd5
Bosd 8
Camd
Cap h_milk
Equ ¢c_milk
Ovi a_milk

Gal d_white
Gal d_yolk
Gald1l
Gald2
Gald3
Gald4
Gald5

Anis 1
Anis 3
Chi spp.
Clu h
Cluh1l
Cracb6
Cypcl

E/IM(*) CemeiicTBO GenkoB

M

mmmm<< £ m m < m I mm m m< < I m£ 2 2 2 L5 L

LT 22 2 mm

= 22 mmZZ

2S Albumin
2S Albumin
7/8S Globulin
nsLTP

11S Globulin
7/8S Globulin
2S Albumin

2S Albumin
11S Globulin subunit
7/8S Globulin

2S Albumin

2S Albumin

a-Lactalbumin
B-Lactoglobulin
Casein

Ovomucoid
Ovalbumin
Ovotransferrin
Lysozym C
Serum Albumin

Kunitz Serin Protease Inhibitor
Tropomyosin

B-Parvalbumin
TponoHuH C
B-Parvalbumin

(*) E = akcTpakT aninepreHa, M = MONeKy ISpHbIA anneprex
IgE < 0.3 HeratuBHa WM COMHUTENIbHA

kUalL
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10

<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10

<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10

<0.10

0.12
<0.10
<0.10
<0.10
<0.10
<0.10

<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10

610



O6o3Ha4yeHue
ATnaHTU4Yeckasa Tpecka
ATnaHTU4yeckasa Tpecka
ATnaHTU4yeckasa Tpecka
Owmap

KpeBeTka

Kanbmap

Mwnansa cbefobHas
Yctpuua

CeBepHas KpeBeTka
Mopckoii rpebeLok
UepHas Turpoeas kpeseTka
UepHas Turpoeas kpeseTka
UepHas Turpoeas kpeseTka
UepHas Turpoeas kpeseTka
Mopckas nmcuua Uam Komunii ckat
Mopckas nmcuua Uam Komunii ckat
Monntock

Nococb

Nococb

ATnaHTuyeckaa ckymopus
ATnaHTuyeckaa ckymopus
TyHew,

TyHew,

Pbi6a-meu
Msico AOMALLHUX XXUBOTHbIX U HACEKOMbIX

CBepuoK AOMOBbIi
FoBsagnHa
FoBsagnHa

KoHnHa

KypsatuHa
MepeneTHasa capaHya
VHaoowartmHa
KponaTtuHa
BbapaHuHa
CBUWHMHA
CBUWHMHA

Bo/bLIoi MyYHOW XpyLLak

74 nepenoHYaToKpPbINbIX

OrHeHHbI MypaBeW, A,
OrHeHHbIN MypaBeii
MuenuHbIi A4,

lNyena megoHoOCHas
Myena megoHoCHas

Myena megoHOCHas
Oca, a4

Oca cakcoHckas

MauneHT:

AnnepreH
Gadm
Gad m 2+3
Gadm1
Hom g
Lits

Lol spp.
Myt e
Oste
Panb

Pec spp.
Penm 1
Penm 2
Penm 3
Penm 4
Raj c

Raj ¢ Parvalbumin
Rud spp.
Sal s
Sals1
Sco s
Scos1
Thu a
Thual
Xipgl

Achd

Bos d_meat
Bos d 6
Equ c_meat
Gal d_meat
Locm

Mel g
Ory_meat
Ovi a_meat
Sus d_meat
Susdl

Tenm

Sol spp.

Apim
Apim 1
Apim 10

Dol spp

E/M(*) CemeiicTBO GenkoB

E

T I mmmMmmImMmI I mmmmmmm<Z <

m < mmmmmimm<Z m m

< <Z

B-Enolase & Aldolase

B-Parvalbumin

Tropomyosin

Arginine kinase

Mwo3uH, nerkas uenb

Sarcoplasmic Calcium Binding Protein

a-Parvalbumin

B-Parvalbumin

B-Parvalbumin

B-Parvalbumin

B-Parvalbumin

Serum Albumin

Serum Albumin

Phospholipase A2
Icarapin Version 2

(*) E = akcTpakT aninepreHa, M = MONeKy ISpHbIA anneprex
IgE < 0.3 HeratuBHa WM COMHUTENIbHA

kUalL
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10

<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10

<0.10

<0.10
<0.10
<0.10

<0.10

7110



OGo3HaueHue
Oca bymaxHas
Oca bymaxHas
Oca 06blkHOBEHHas
Oca 06blkHOBEHHas

Oca 06bIKHOBEHHAsA
TapakaH

Hemeuknii TapakaH
Hemeuknii TapakaH
Hemeuknii TapakaH
Hemeuknii TapakaH
Hemeuknii TapakaH
AMepuKaHcKuiA TapakaH

AMepuKaHCcKuiA TapakaH

AnnepreHbl XXMBOTHbIX

JAomallHune XNBOTHbIe

Cobaka

Moua cobaku (Bkn. Can f 5)
Cobaka

Cobaka

Cobaka

Cobaka

Cobaka

Mopckas cBuHKa

Kot

Kot

Kot

Kot

MbILWb AOMALLHASA, aNnuaepMuc
Kponuk, anutenwuii

Kponuk, anutenwuii

Kponuk, anutenwuii
LDKyHrapCcKuin Xomsik

Kpbica, anutenuii
JomaliHunii ckoT

KopoBa, anutenuii
Kosa, anutenuii
Nowagp, anutenuii
Nowagp, anutenuii
Nowagp, anutenuii
OBua, anuTenui

CBWHbS, anuTenuii

Apyroti

NaTtekc

NaTtekc

NaTtekc

MauneHT:

AnnepreH
Pol d
Pold5
Ves v
Vesv 1l
Vesv 5

Blag1l
Blag?2
Blag4
Blag5
Blag9
Per a

Pera7

Canf_Fd1l
Can f_male urine
Canfl
Canf2
Canf3
Canf4
Canf6
Cavpl
Feld1l
Feld 2
Feld 4
Feld7
Mus m 1
Orycl
Oryc?2
Oryc3
Phod s 1
Rat n

Bosd 2
Cap h_epithelia
Equcl
Equc3
Equc4
Ovi a_epithelia
Sus d_epithelia

Hevb 1l
Hev b 3

E/IM(*) CemeiicTBO GenkoB

E

== mZ<

< m<Z £ 2 L Z

m =T 25255 225 m L

mm<< < = mZ

Antigen 5

Phospholipase A1
Antigen 5

Cockroach Group 1
Aspartyl protease
Lipocalin

Glutathione S-transferase

Arginine kinase

Tropomyosin

Uteroglobin

Lipocalin
Lipocalin
Serum Albumin
Lipocalin
Lipocalin
Lipocalin
Uteroglobin
Serum Albumin
Lipocalin
Lipocalin
Lipocalin
Lipocalin
JNunocpmnuH
Uteroglobin
Lipocalin

Lipocalin

Lipocalin
Serum Albumin
Latherin

Rubber elongation factor

Small rubber particle protein

(*) E = akcTpakT aninepreHa, M = MONeKy ISpHbIA anneprex
IgE < 0.3 HeratuBHa WM COMHUTENIbHA

kUalL
<0.10
<0.10
<0.10
<0.10
<0.10

<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10

<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10

<0.10
<0.10
<0.10
<0.10
<0.10
<0.10
<0.10

<0.10
<0.10
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O603HaveHne
Natekc
Natekc
Natekc

Natekc

®dukyc

durkyc

CCD

Hom s Lactoferrin
Mapasut

Argas reflexus

MauneHT:

AnnepreH
Hevb5
Hev b 6.02
Hevb 8
Hev b 11

Ficb

Hom s LF

Argrl

E/IM(*) CemeiicTBO GenkoB

M

M
M
M

M

unknown
Hevein
Profilin

Knacc 1 XutnHasa

CCD

Lipocalin

HopmanbHbIl ypoBeHb obuero IgE

B3pocnbie: <100 kU/I

L.rrrruuwcmﬁ
ley re Kin HuYeckpn

Aaboparopyy
.?J!arﬁ'o:m.w
Curingagy

(*) E = akcTpakT annepreHa, M = MonekynspHblii annepreH
IgE < 0.3 HeratuBHa WM COMHUTENIbHA

kUalL
<0.10
<0.10
<0.10
<0.10

<0.10

<0.10

<0.10
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KpaTKoe onucaHue pesynbTarta NOJIly4eHHOIo B Raven
OGpasey, nHopmavmmn

O6paseL, 66111 NpoTecTUpOBaH Mo WTpux-kogy ALEX2 02BXG23A, gata nHtepnpetauun 05.07.2025
Bce npoTecTMpoBaHHble annepreHsl menu cnewumuguyeckre yposHu IgE, Kotopble 6b111 Hke npegena obHapyxeHus 0,3 kUa/L.

o6wwii IgE: <20 kU/L

i3mepeHHbIin 0bwmin IgE coctaBnn Hmke 20 kU / L

OTKA3 OT OTBETCTBEHHOCTU:MHTEPMPETALVA PABEH - 9TO VHCTPYMEHT, MOMOTAOLLWIA BPAUY B AVATHOCTUKE
ANNEPT A 1 B NOHNMAHNW PE3Y/IbTATOB MOJIEKYTAPHBLIX TECTOB. TECTbI IN VITRO NOKA3bIBAKOT
YYBCTBUTEJIbHOCTb TOJIbKO K OCOBbIM AJTTIEPTEHAM. AVATHO3 AOJDKEH MNOATBEPXAATLCA CMELMANINCTOM.

MauneHT: (*) E = akcTpakT asinepreHa, M = MoNeKynspHbIi anneprex 1010
IgE < 0.3 HeratuBHa WM COMHUTENIbHA



